=4 AAE (Protein Identification Analysis System)

OIHFZARN QX AFO A

s =
=

JI(FT/Orbitrap) 0l A

A
|
CluH Xl

=
[

k

Al 2]
=2o

1o
&)
1

Ko

00
OH

OF

Eom

TFE 2

t

A
(=
9

|
oy )
=]
to1 =

[¢)

=
[N

3

&
S|

H&ez XMl

X

.I

&

st 2d

=

=

C

19, De Nove Sequencing, CHEHZA O
iTRAQ & SILCA &tCH

Al24 LC/MS/MS GOl E

— =
24 5H
=

=

Post Translational Modification,

TurboSEQUEST AZER/NHE

CHA 2

fulJ

A2t THEI OH <> bt

ol
=

= 98t 22 Al Scaffoldl 20|«

of

H
oo
ol
U
u.

(W)

IH
Ju

OF
RO

b= =

R
R0

-

D)
oll

W]
HI
<

oJ
Rl
<+
=l

30
OH

ol

Ly
I

e

0
R
10
i
_l.,._

ol

Ko

010
OH

Ok

ol
<

T

LH
e}
ol
Rr

(tetA, CIoIE 2401 J1 B ZHI(

O LICH

L6t
=8

0l Jts@t

SE
Qe JEt HEHeZ 20

FH| 2tol

PN
o

=
=

LIC}.

xS
=

by

a}

—_

D)
oll

r
o3
<+

ioll
—_——

=}
=

20144 053 13¢

Ol et
Al2| HH&LICh,

I+
il
]

&)

E!
ior

<

ol
ﬂ

</

Ot



